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Figure 1.  Central Valley Chinook Genetic Relatedness tree. (Banks et al. 2000)
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Figure 2.  Winter run, based on genetic characterization, salvaged at the Delta exports aggregated over 7 years. 
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Figure 4.  Mortality at the Delta exports, also called loss, calculated based on length criteria and genetic characterization.



Table 1.  Current genetic microsatellite markers for spring and winter run, and former markers for winter run.

MARKERS

Current Markers

Ots83b, Ots104, Ots107, Ots201, Ots209, Ots211, Ots213, OtsG249, 
OtsG253b, OtsG311, OtsG409, OtsG422

Former Winter Run Markers

Ots2, Ots3, Ots9, Ots10, One13, Ots104, Ots107



Top 12
Ots-311, 107, 409, 422, 209, 253, 204, 104, 249, 211, 83b, 213

Banks, OSU, 2004

Figure 5.  Central Valley Chinook genetic characterization factorial analysis.



Table 2.  Accuracy of individual identification using simulation modeling.

ACCURACY

Run                                %Correct         Variance    % False Positive   Variance

Winter Run                            100                0.001  0.07                0.04

Butte Spring Run                    99                 0.008    0.9                  0.8

Mill/Deer Spring Run              99                 0.6        0.4                 0.8

Fall Run                                  99                 0.7 0.1                 0.8

Late-Fall Run                          99                 0.05       0.5                  0.4
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